*Bold font indicates the only symptom that was statistically significantly difference between PTV and dengue. CI = Confidence Interval; DENV = Dengue virus; PTV = Punta Toro species complex; Missing data: Age (PTV = 1, DENV = 6); Sex (DENV = 5). †Calculated using unconditional logistic regression method. The estimates are calculated using maximum likelihood method except for fever, hepatomegaly, and splenomegaly where Firth's method was used due to zero cell frequency (2) . ‡Age reported as median with quartiles. Buenaventura virus was used as an outgroup. Evolutionary analyses were conducted in MEGA7 (3).
Technical Appendix
From the 11 sequences, 7 are identical, whereas 2 (GMI241212 and 241222) have one mutation 
